
Spatial gene expression patterns
Tissue architecture
Tumour microenvironments
In situ cellular interactions
& more

Cellular heterogeneity
Rare populations
Developmental trajectories
Cell-type-specific responses
& more

We work with single-cell gene expression data from any
provider, including 10X Genomics,  Parse, BioClavis and
ScaleBio. 

Single-Cell Data Analysis
We deliver cost-efficient and rapid turnaround analysis
services for single-cell gene expression data helping you
uncover insights into:
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At Fios Genomics we routinely analyse spatial transcriptomics
data to help our clients uncover meaningful biological
insights. Our analyses enable a deeper understanding of:

We are platform agnostic, enabling us to analyse spatial
data from all major technologies, including  Slide-seq,
10x Genomics Visium and Xenium, NanoString GeoMx and
CosMx and Vizgen MERSCOPE.

www.fiosgenomics.cominfo@fiosgenomics.comContact Us

Spatial Data Analysis

With bespoke bioinformatics analysis from Fios Genomics

Make the Most of Your
Transcriptomics Data

Benefits of working
with Fios Genomics

We have sample analysis
reports available 

showcasing our capabilities
in spatial data analysis and

single-cell data analysis.

 Contact
info@fiosgenomics.com 

to request them today!


